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Erratum to: Ann Transl Med 2019;7:527

Clinical utility of targeted gene enrichment and sequencing technique in the diagnosis of adult hereditary spherocytosis

In the article entitled “Clinical utility of targeted gene enrichment and sequencing technique in the diagnosis of adult 
hereditary spherocytosis” (1), the affiliation of all authors should be corrected as follow: Department of  Hematology, Nanjing 
First Hospital, Nanjing Medical University, Nanjing 210006, China.

We regret the errors.
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